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20 ug/mL Proteinase K 
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Amount nucleic acid recovered from liver 
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Amount nucleic acid released from liver 
2 mg/mL Proteinase K 45oC 20 minutes plus 
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Figure 6 



Release of OD260 from Liver 
1 mg Proteinase K, 45oC 30 minutes 
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Figure 8 
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Effect of Tissue Presoaking 
1 mg Proteinase K, 45°C 30 minutes 
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Ave Normaiized ng g DNA / mg Q f p ro t. K Digested Rat Tail 

(5M GuSCN, 2% Tween 20) 
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Recovery of Naked gDNA Bound on GF/B under 
Different pH and Chaotropic Conditions (With 2%Tween-20) 
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Figure 14 



Recovery of Naked gDNA Bound on GF/B under 
Different pH and Chaotropic Conditions (No Tween-20) 
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Figure 15 



,." J' J- .„!!„ !I„ti *JSi a, i|,,n •'•'!(", „ll„ 4,ji, 



Effect of DTAB Added Before, During and After 
DNA Binding on DNA Recovery (Input: 8 ug, N=3) 



ElTE 



gNaOH 




A: DTAB 

DNA+Chaotrope 

B: DNA+Chaotrope 
DTAB+Chaotrope 

C: DNA+DTAB 

♦Chaotrope 

D:DTAB+Chaotrope 
DNA+Chaotrope 



Figure 16 



Naked gDNA (in FBS) Recovery VS DTAB Concentration 

. gjTE o0.1 N NaOH 
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Naked gDNA (in FBS) Recovery VS ATA Concentration 
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Naked gDNA (in FBS) Recovery VS Tween-20 Concentration 
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Naked gDNA (in FBS) Recovery VS CaCI2 Concentration 

0TE d0.1 N NaOH 




Effect of Tween 20 on Binding of Genomic DNA onto GFB 
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Effect of Tween 20 on Binding of Genomic DNA onto GFB 

1% DTAB 
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Effect of Tween 20 on Binding of Genomic DNA onto GFB, 

4% DTAB 
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Effect of Tween 20 on Binding Genomic DNA onto GFB 
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Effect of Tween 20 on Binding of Genomic DNA onto GFB 

TE Elution 
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Total gDNA from Prot. K-Digested Rat Tail 
GF/D VS GF/B 
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Genomic DNA from 50 mg rat tail sections digested with 1 mg of Prot. K & 1% DTAB 
and bound onto GF/B and GF/D membranes under 3.75 M GuSCN and 4.5 % Tween 
20. The gDNA was finally eluted with of 150 ml. of IXTEand 0.01 N NaOH 
solutions and 20 mL was used for gel electrophoresis (1 % agarose). 
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gDNA Recovery and Purity from 50 mg 
Rodent Tissues (3 GF/B Layers) 
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